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In the title Schiff base compound, C 11 H 12 N 4 O, the molecule adopts a trans configuration about the central C N bond. The dihedral angle between the phenyl ring and the triazole ring is 14.3 (3) . In the crystal structure, molecules are linked into a one-dimensional supramolecular chain by intermolecular O-HÁ Á ÁN hydrogen bonding between the hydroxyl group and the imino N atom.
Related literature
For related literature on Schiff bases, see: Ali et al. (2002) ; Borisova et al. (2007) ; Maheswari et al. (2006) . For the crystal structures of similar Schiff bases, see: Nate et al. (1987) ; Yogavel et al. (2003) . For standard bond-length data, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry code: (i) Àx þ 1 2 ; y; z þ 1 2 .
Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97. (Ali et al., 2002; Borisova et al., 2007; Maheswari et al., 2006) . The title compound, derived from 2-phenyl-2H-1,2,3-triazole-4carbaldehyde and 2-aminoethanol, is a potential N 3 O tetradentate Schiff base ligand. Its crystal structure is described here.
The title molecule (Fig. 1 ) adopts a trans configuration about the central C═N bond. The dihedral angle between the phenyl ring and the triazole ring is 14.3 (3)°. Atoms C9 and N4 are nearly coplanar with the triazole ring; the maximum deviation from the mean plane through these seven atoms is 0.066 (7) Å for C9. The torsion angles C8-C7-C9-N4 and N3-C7-C9-N4 are 8.4 (11) and -173.2 (6)°, respectively. The bond lengths (Allen et al., 1987) and angles of the molecule are within normal ranges. The N4═C9 [1.255 (5) Å] and N4-C10 [1.461 (5) Å] bond distances are comparable to those found in similar Schiff base compounds, such as 2-(2-(2-(4-phenylpiperazinyl)ethoxy)benzylideneamino)ethanol (Nate et al., 1987) and 1,4-bis(2-hydroxy-3-(N-(2-hydroxyethyl)imino)-5-methylbenzyl)piperazine (Yogavel et al., 2003) .
In the crystal structure, O1-H1···N4 intermolecular hydrogen bonds (Table 1 and Fig. 2) , formed between the hydroxyl group and the imino N, link the molecules into a one-dimension supramolecular chain.
Experimental 2-Phenyl-2H-1,2,3-triazole-4-carbaldehyde (0.17 g, 1 mmol) and 2-aminoethanol (0.06 g, 1 mmol) were refluxed for 30 min in a methanol solution (15 ml). The reaction mixture was cooled to room temprature and filtered. After allowing the filtrate to stand in air for 3 d, pale yellow plate crystals (yield 76%; mp 346-347 K) were obtained.
Refinement
H atoms were placed at calculated positions and refined in the riding-model approximation, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for Csp 2 H atoms, C-H = 0.97 Å and U iso (H) = 1.2U eq (C) for methylene H atoms, and O-H = 0.82 Å and U iso (H) = 1.5U eq (C) for the hydroxyl H atom. In the absence of significant anomalous scattering effects, Friedel pairs were merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) C10-C11 1.514 (9) C1-C2 1.371 (7) C10-H10A 0.9700 C2-C3 1.377 (7) C10-H10B 0.9700 C2-H2 0.9300 C11-H11A 0.9700 C3-C4 1.347 (9) C11-H11B 0.9700 C3-H3 0.9300 C8-N1-N2 103.5 (4) C1-C6-H6 120.8 N1-N2-N3 114.8 (3) C5-C6-H6 120.8 N1-N2-C1 122.1 (4) N3-C7-C8 109.0 (4) N3-N2-C1 123.1 (4) N3-C7-C9 122.7 (4) C7-N3-N2 103.4 (3) C8-C7-C9 128.3 (4) C9-N4-C10 117.4 (4) N1-C8-C7 109.3 (4) C11-O1-H1 109.5 N1-C8-H8 125.4 C6-C1-C2 120.8 (5) C7-C8-H8 125.4 C6-C1-N2 119.5 (5) N4-C9-C7 120.7 (4) C2-C1-N2 119.7 (5) N4-C9-H9 119.6
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